CURRICULUM VITAE

Name: Dong Ang

M/F: Male

Date of Birth: 9/1/1993

Nationality: Chinese

Address: College of Biological Science and Technology,

Beijing Forestry University,

No. 35, Qinghua East Road, Haidian District, Beijing100083, China
Phone: +86 15868182347

E-mail: fantasys05227@gmail.com

Education

Ph.D. in Bioinformatics, expected to graduate in June 2023

College of Biological Science and Technology, Beijing Forestry University, China
Dissertation: A Computational Framework for Inferring Mobile Gene Regulatory Networks in
Plant Grafting

Supervisor: Prof. Rongling Wu

M.S. in Silviculture, 2018

College of Forestry and Biotechnology, Zhejiang A&F University, China

Thesis: Construction of genetic maps and analysis of DNA methylation-related gene expression in
hickory

Supervisor: Prof. Yan-ru Zeng

B.Sci. in Biotechnology, 2015
College of Forestry and Biotechnology, Zhejiang A&F University, China

Research Techniques and Skills

e Proficiency in programming language R, maintenance of an R package on CRAN
(idopNetwork), and able to use Python and Julia.

o Experienced in workflow for bioinformatics analysis, especially for RNA-seq data.

o Statistical modelling for data analysis, focusing on GMM based clustering.

e Mastery of many essential experimental techniques of molecular biology including GE,
extraction and detection of plasmid DNA and RNA, gel extraction, PCR, vector construction,
etc.

o Field experiences in plant (hickory, poplar, etc.) cultivation.
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STAR protocols, 2(4), 100985.

12. Yang, D., Jin, Y., He, X,, Dong, A., Wang, J., & Wu, R. (2021). Inferring multilayer
interactome networks shaping phenotypic plasticity and evolution. Nature communications, 12(1),
1-17.

13. Wang, H., Ye, M., Fu, Y., Dong, A., Zhang, M., Feng, L., ... & Wu, R. (2021). Modeling
genome-wide by environment interactions through omnigenic interactome networks. Cell Reports,
35(6), 109114.

14. Wen, Z., Jiang, L., Li, M., Dong, A., Ye, M., Meng, J., ... & Sun, L. (2021). Mapping the
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Academic Services

Peer review of manuscripts: Journal of Molecular Evolution, Frontiers in Systems Biology,
Frontiers in Genetics, Plant Molecular Biology Reporter, and BMC Genomics

Awards

2019-2022 Beijing Forestry University graduate scholarship
2022 College of Biological Science and Technology, excellence award for young scholars



